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Claims 



1 . A 5'OT-EST polypeptide having a sequence selected from the group comprising^; 
sequences set forth in any one of SEQ. ID. Nos. 2, 4 or 6, and sequences substantia]!) 
homologous to any one of the polypeptides set forth in SEQ. ID. Nos. 2, 4 or (k, 

2. The polypeptide o f claim 1 comprising an amino acid sequepjG€rencoded by at least one 
exon selected from the group consisting of exons w, x, y and^a^set forth in SEQ. ID. No. 16, or 
equivalents thereof as set forth in any one of SEQ. ID. or 5. 



imposes an amino acid sequence encoded by at least 
).T6 j > or equivalents thereof as set forth in any one of 



3. The polypeptide of claim 2, 
part of exon w as set forth in SEQ^ 
SEQ. ID. Nos. 3 or 5. 

4. A mutant o^yOT-EST polypeptide according to any one of claims 1-3 which, in vivo, 
of modultes th^<5besity of an animal expressing it. 

5. yA] mutant of any one of cl aims L- 7 claim 4, wherein the animal is a transgenic animal 
exposing the mutant as a result of transformation with a transgene. 

6. A mutant of any one of clah ^s 1-7 claim 4 or claim 5, which comprises the sequence 
PRPRSFSAPFSSQDS, or a sequence^stantially homologous thereto. 

7. A mutant of any one of cl Ws_JU7 any one of claims4 to 6 which comprises the sequence 
MLRALNRLAARPGGQPPTLLu5^GPRPRSFSAPFSSQDS ; or a sequence substantially 
homologous thereto. \ 

^ukfiS^ 8 - A nucleic acid encoding a 5'OT-EST polypeptide or mutant 5'OT-EST, 
any one of claims 1-7. 

9. A nucleic acid of any one of ^imsJ^L^ a sequence selected from the 

group consisting of any one^f3EQrll5rNos. 1, 3, 5, 7, 16 or 17; sequences which are 
hybridisable underjlnfiggnTconditions with an oligonucleotide comprising 20 contiguous bases 
from any orje^rTSEQ. ID. Nos. 1, 3, 5, 7, 16 or 17; sequences substantially homologous to any 
one otSfiQ. ID. Nos. 1, 3, 5, 7, 16 or 17; and sequences complementary thereto. 





f-c 1 ai ms — 1?' 



7 claim9, comprising the sequence 
GGCCGCGCGGCCCGGGGGCCAGCCCCCAACCCT 



1 0. A nucleic acid of any one < 
ATGTTGCGGGCTTTGAACCGCC 
GCTCCTTCTGCCCGTGCGCGGCCbACGGCCCCGCTCATTCTCGGCTCCTTTTTCCTCG 

CAGGATAGC, or an equivalent sequenc^which encodes the same polypeptide having regard to 
the degeneracy of the nucleic acid code, or a sequence substantially homologous thereto. 



A nucleic ack 




-cnffiprlsmg a nucleic acid sequence of any one ot claiins-8 to 1 lr 
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12. A vector of any one of claims 1-7 claim 1 1 which is a cosmid vector. 



13. A vector of any one of claim s 1-7 claim 1 1 or olaiciJ2 further comprising the sequences 
of the oxytocin (OT) gene, the vasopressin 0\VP) gene andTbr thejjum^i growth hormone 
(hGH) gene. 



14. A vector of any one of claims 1-7 clair 
Figure 4 (SEQ. ID. No. 1 7). 



having the structure of cV014 as set forth in 



15. A cell transformed^tlia vector of any one of claims 1-7 any one of clairps4J,to 13. 



16. A methofHor producing a 5'OT-EST polypeptide or a mutant 5'OT-EST polypeptide of 
any one ofp&ims 1-7 any one of claims 1 to 7, comprising transforming a cell with a vector of 
any on^6fclalmsT^7 any one of claims 1 1 to 13 and culturing the cell to produce the 
polypeptide . * 

17. A transgenic non-human animal expressing, as a result of transgene expression, a^< 
EST polypeptide or mutant 5'OT-EST polypeptide of any one of dmmsj^any on^^fclaim 1 
to 7. 

18. A transgenic animal of any one of cl aims 1-? claimJJ, wljiettlias been transformed with 
a vector of any one of claims 1-7 any one of claims 12 to 14 



1 9. A transgenic animal of any one of cl^injs 
one copy of the transgene. 



:laim 17 or claim 18, comprising more than 



20. A transgenic animal of^friy one of claims 1-7 any one of claim s 17 to 19, which is a 
mammal. 

21. A tran^mc animal of any one of clai ms 1-7 claim 20 which is a rat. 

22. /A transgenic rat comprising at least four concatameric copies of a transgene having the 
stni<5ture of cV014 as set forth in Figure 4 (SEQ. ID. No. 17). 



^n^uman mammal possessing the following obese phenotype: (i) a very late onset of 
obesity, (ii) alngKIy"5etecth^ distribution of fat developing on a normal rodent diet, 

without hyperphagia, (iii) an ^ffecTgr^^ (iv) a predisposition to 

excessive dietary-fat induced obesity at an early age/beforeTh^heiiot>^ becomes apparent on 
a normal diet, and (v) a dominant pattern of inheritance; the non-humanl!TammaLbeing 
obtainable by transformation with a vector of any one offilaims 1-7 any one of claimsJi^eJ^ 



24. A method of screeninganju^ 

changesjrUhe-anm obesity, comprising comparing the animal as 
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a model for human late onset obesity, human dietary-fat associated juvenile obesity, huma 
female post-menopausal obesity and/or human male infertility with an identical animal tpk has 
been subjected to environmental conditions or a drug. 

25. A method for identifying a compound or compounds capable of modulajkfg obesity 
and/or infertility in a mammal, comprising the steps of: 

a) exposing an animal of any one of claims 1-7 any one of darms><£7 to 24 to the 
compound or compounds to be tested; 

b) determining the effect of the compound on the obesity ajad?or infertility phenotype; and 

c) selecting the compound or compounds which are capable of modulating the obesity 
and/or infertility phenotype in the desired manner. 

26. A method for producing a compound orj^nrtpounds capable of modulating obesity and/or 
infertility in a mammal, comprising the ; 

a) exposing an animal of any one^?claims 1-7 any one of claims_17 to 24 to the 
compound or compounds to be teste*; 

b) determining the effecjxff the compound on the obesity and/or infertility phenotype; 

c) selecting the comp6und or compounds which are capable of modulating the obesity 
and/or infertility phenpt^pe in the desired manner; and 

d) producip^the compound or compounds by conventional isolation or synthesis 
techniques. 



27. A inethod for identifying a candidate compound capable of influencing lipid transport, 
comprising the steps of: 

a) contacting 5'OT-EST polypeptide with a candidate compound or compounds and 
determining which candidate compound or compounds is capable of interacting with 5'OT-EST; 

b) optionally, testing candidate compounds which interact with 5'OT-EST in a method of 
any one of claims 1-7 claim 25. 




A diagnostici^aggntibiilhe- 4ctoction of mutations, polymorphisms or other changes in * 
^^0T=ESl which may predispose an individual to obesity. 

29. A method of screening a tissue derived from a transgenic animal of any on^ofekir 
any one of claims 17 to 24 in a screen to identify a genetic cause^o£obe^^ the steps 

of: ' ~ 

a) isolating one or moregsn^pra&^s^om tissue derived from a transgenic animal of 
any one of claimsJ^-^y^Seof clai ms 17J cT24^and 

b) dejerrfnmng whether the expression of a gene product is correlated with obesity. 



